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Although we had previously identified them, we accidentally misidentified amino acid substitutions in the pTDAO plasmid used for production of recombinant Ame1-Okp1. Database searches confirmed the Ame1 gene was likely originally amplified from *S. cerevisiae* strain YJM1355. The differences are not in residues explicitly modeled in our structure and do not affect the reported findings.

Original text:

We found that the Ame1-6His; Okp1 expression plasmid used in this study codes for an Ame1 amino acid point mutation in the disordered N-terminal extension not seen in our density map (L19P) and also lacks the codon for the final amino acid residue of Okp1 (H406).

Corrected text:

The Ame1-6His; Okp1 expression plasmid used in this study codes for Ame1 from *S. cerevisiae* strain YJM1355, which differs from S288c as follows: L97P and G269E. Neither residue is explicitly modeled in the deposited structure. The plasmid also lacks the codon for the final amino acid residue of Okp1 (H406).

The article has been corrected accordingly.
